Applied

Biosystems 20230223
GeneMapper ID v3.2
Sample File Sample Name Panel [of} SQ
50 BO07_Cellidentification-1-0224.fsa hep2 21Plex STR_Panel v1.2 [ |
| D3S1358 | VWA | | D7S820 | CSF1PO | | Penta E
1(?0 140 1§0 2?0 . 2§0 . 3(?0 34}0 . 3§0 4?0 4§0 5(?0
2100+
1400+
A ) L
9
50_B07_Cellidentification-1-0224.fsa | hep2 | 21Plex_STR_Panel_v1.2 | []
| D8S1179 | | D21511 I D16S539 | | D251338 | | Penta D
1(?0 14}0 1§0 2?0 . 2§0 . 3(?0 34}0 . 3§0 4?0 4(?‘0 5(?0
1800
1200+
600+ H k
0“ T T T T ‘,}‘ A
13 24\ 9 \ 17 8 15
28 10
50 B07_Cellidentification-1-0224.fsa | hep2 | 21Plex_STR_Panel_v1.2 [] \
| D19S433 | | THO1 || D13S317 || TPOX | | D18S51 I D6S1043
190 140 1§O 2?0 . 2§0 . 390 340 . 3§O 4?0 4§0 590
2400+
1600+
800+ k
0“ JAJL A jL
50_B07_Cellidentification-1-0224.fsa | hep2 | 21Plex_STR_Panel_v1.2 [ ]
[AMEL | | D1S1656 | | D5S818 | | D12S391 | FGA
1(?0 14}0 1§0 2?0 . 2§0 . 3(?0 34}0 . 3§0 4?0 4§0 5(?0
3600:
2400+
0y i AL il
0
is 1 21
Supplementary Fig. 1: Comparative analysis of STR in Hep-2 cells. Four different STR typing schemes were used, covering a number of different gene loci, such as 351358, D8S1179, AMEL, etc. The allele information of
each locus is listed in detail in the figure. According to the test results, the Hep2 cell line was matched with Hep2 cells (CCL-23) in the DSMZ database, and no multiallelic phenomenon was found.
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